AP4 

GCAGCTAAGG 



AGCCTTTCCATGAAGGAAGAAGGTCCTGGAGCCTGA 



AP5 

CAGT 



CCCCAG 



Primer F1 

GAGCAGCGACAAGAAGCAGGGGAGGGAGAGGACTGCTGCTGGC 

Spi* 



TGCTCCACCCCCCACACACATAATGTGGGGTCTCGCGTCTGCCTCTCTC 



CC 



GCCC 



CTAATTAGCAGCTGCCTCCCTCCATATTGTCCCAGGCCAGCGCCTC 



TTTTGTGCTCCCAGATTCCTGGGTGCAAGGTGGCCTCATTAGTGCCCGGA 
Spr 

ga|ccgccc|catctccagggagcagatagacagacaagggggtgatcaggg 

AP4* 

CCATTCCTTGG 



Primer F2 

GCACAGTGATCCAACCCTGGCCTCTGAACG 



CCGCAGCGG 



ISRE* 



GCCCAGCCTGGAGACGGCCCCCCTGCAGCAGGCTAATCTTAG 

AP3 E4TF1 



ACTTGCCT 



TTGTCT 



GGCCT 



5GGTGTGGAC JGC AAGTGJCCT 
•— 1 j 



E4TF1* 
.....•<_ . . . . 



Primer F3 



+1 

CTC AGAGCACTATAAACCCCAGACCCC 
Primer R1 



G"R CAAT TCCICCGCCAC 

■ ■ ■ 

CAAT Box 
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